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(pKa = 9.5)

Basic compounds

Mobile phase: Water/ACN, 3.0 mL/min Injection: 1 
mg/mL, 10 µL

NaOH
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Mobile phase: Water/MeOH=50/50, 3.0 mL/min, T=25℃ Sample: 
20 mg/mL tert-Butylbenzene
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 concentration of Na+  concentration of K+  

 (mM)  (mM)  

sample Paper-based  % Paper-based  % 

no. ISE 
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error ISE 
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1 144.22 ± 7.8 100.07 4.1 54.09 ± 4.2 53.79 0.5 

2 126.07 ± 5.5 121.44 3.8 47.80 ± 4.1 50.47 5.3 

3 97.82 ± 6.9 100.70 2.9 41.64 ± 5.2 39.80 4.6 
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anti-HIV1 anti-HA anti-DEN1 anti-HIV1 anti-HA anti-DEN1 anti-HIV1 anti-HA anti-DEN1
1 0 0 0 0 ± 0 0 ± 0 4 ± 3
2 150 0 0 144 ± 54 1 ± 1 7 ± 5 95.7
3 100 0 0 99 ± 15 1 ± 0 13 ± 1 98.5
4 0 150 0 0 ± 0 140 ± 49 3 ± 1 93.2
5 0 0 150 1 ± 0 1 ± 1 159 ± 58 105.8
6 0 50 100 1 ± 0 43 ± 26 81 ± 47 85.8 80.9
7 100 0 50 95 ± 20 1 ± 1 50 ± 19 95.0 100.2
8 50 50 50 52 ± 28 58 ± 13 43 ± 13 103.2 116.3 86.5
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Error 
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8.58 8.13 +5.5
8.80 8.14 +8.1
10.5 8.21 +27.6
8.38 8.23 +1.8
9.48 8.27 +14.6
8.65 8.31 +4.0
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Error (%)
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